Abstract
ultimately causing membrane disruption (Zasloff, 2002) .
87
For the present work, we took advantage of genomic and transcriptomic resources cationic cecropins, some of which were also found in the C. fumiferana genome (Cfcec + ).
94
In addition, we compared C. fumiferana cecropins with other bioactive peptides whose with HccecA (Table 1) .
199
Blast searches were conducted to determine whether anionic cecropins such as The amino acids corresponding to Glu125 and Arg128 in the N-terminus of Cfcec -are
281
Gln9 and Arg12 (Fig. 3A and C functional role of these two residues in HBx, and possibly in cecropins too.
289
Alignment of cecropins from different species showed that BH3-like motifs are 290 also present at their N-termini. In addition, we found this motif to be present in other
291
AMPs that have been shown to induce apoptosis (Table 2) . Interestingly, Choi and Lee
292
(2013) showed that when the first six amino acid residues (GWGSFF) of pleurocidin 293 (Table 2) were truncated, the peptide lost its effect on ROS production (apoptosis),
294
apparently because the N-terminus of pleurocidin contains a BH3-like motif ( (Fig. 3B) . Moreover, EcnA and EcnB, like many AMPs, contain a BH3-like motif (Table   306 2). This supports the hypothesis that programmed cell death genes may have originated in 307 bacteria from a pool of antibiotic genes (Ameisen, 1996).
308
Lastly, we found that Cfcec -displays sequence similarity to the subunit anaphase- (Fig. 1D) 
